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Release Notes

PRISSMM™: the BPC NSCLC dataset uses the PRISSMM™ framework developed at the Dana-Farber Cancer Institute to
determine outcomes from retrospective real-world data to ascertain cancer treatment responses in the real world.
Additional information can be found in the and information about licensing PRISSMM™ can be
obtained by emailing

Pathologic information: Each pathology specimen from diagnosis through death or last follow-up is curated with
specimen type, site, and histology.

Imaging information: Each CT, MRI, PET-CT scan from diagnosis through death or last follow-up is curated for the
presence or absence of cancer and an evaluation of whether the cancer was stable, responding, or progressing.

Medical oncologist’s evaluations: Medical oncology notes (1/month) have been curated to ascertain the presence or
absence of cancer and whether the cancer was stable, responding, or progressing.

Additional relevant biomarkers: Information about select biomarkers not included on the NGS panels, including PDL1,
PD1 and MSI, are also curated.

NSCLC cancer diagnosis is considered the index tumor for this patient cohort. There are data about other cancer
diagnoses antecedent to the NSCLC and subsequent to the NSCLC diagnosis.
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https://www.aacr.org/wp-content/uploads/2022/05/GENIE-BPC-NSCLC-v2.0-public-Analytic-Data-Guide-1.pdf
mailto:PRISSMM@mskcc.org
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17914 Total NSCLC Cancer Types
Lung
8082 2015 NGS <2017 Adenocarcinoma

83%
\ / BPC Phase 1 Institutions

\ 4982 / Eligible & randomly selected

1846 final cohort Other
7%

Lung Adenocarcinoma: 1667 (83.2%) ‘

Lung Squamous Cell Carcinoma: 207 (10.3%)

Non-Small Cell Lung Cancer: 51 (2.5%)

Poorly Differentiated Non-Small Cell Lung Cancer: 46 (2.3%) Lung Squamous
Lung Adenosquamous Carcinoma: 14 (0.7%) Cell Carcinoma
Pleomorphic Carcinoma of the Lung: 14 (0.7%) 10%

Large Cell Lung Carcinoma: 2 (<0.1%)

Large Cell Neuroendocrine Carcinoma: 1 (<0.1%)

Lymphoepithelioma-like Carcinoma of the Lung: 1 (<0.1%)

Sarcomatoid Carcinoma of the Lung: 1 (<0.1%)
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BPC NSCLC 2.0-public Demographics

Age at Diagnosis Sex
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I
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Stage at Diagnosis and Smoking Status
Stage at Diagnosis Smoking Status
Former Former
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Current
user
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Never used user (quit
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Sites of Metastases at Diagnosis

Location of Metastases (Stage IV patients)

Subcutaneous Tissue Bone
3% 22%
Adrenal \

7% _
Brain
Liver h 15%
7%
Other
8%
Pleura
15%

Lymph Nodes
10% Lung
13%
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Detailed Clinical Genomics
Mutated Genes (2004 profiled samples) Structural Variant Genes (1908 profiled samples) CNA Genes (1949 profiled samples)

Gene # Mut # Freq ~ Y Gene #sV o Freq ~ Gene Cytoband  CNA # Freq ~
P53 1,153 01074 536%  NRGT 11 O 11 35%  CDKN2A - 9p213 HOMDEL (147 8.3%
KRAS e 0604 301% Ak - a6t 229,  CDKN2B  9p213 HOMDEL [)135  7.6%
LRP1B ” O 20 256%  gya o A 5 pgon | NKX21 14133 AMP 09  53%
EGER o D481 240%  grara 1 - ayy | MOM2 12q15 ANP 095  53%
SPTA1 15 0 12 156%  _gem » O o e, MTAP 9p21.3 HOMDEL () 16  53%
STK11 57 0265 tea% " S e S5 7p11.2 AMP 0 102 5.2:/0
COL7A1 a4 TR N - o GRM3 7q21.11q... AMP O 3 39%
KEAP1 243 O 235 133% SPTA 1623 1 AMP O 3 39%
PRKDC 1 0 o5 1179 | UFSB 19 019 10%  ARFRP1  20q1333  AMP 0 3 38%
KMT2D 294 0 186 105% P74 18 0 18 0.9% FGF10 5p12 AMP O 3 38%
GRM3 9 O 8  104% MET 16 018 0.8%  TERT 5p1533  AMP 063  37%
—_ 146 0130 104% | P53 15 015 08%  MYC 8q24.21 AMP 065  37%

http://www.aacr.org/bpc_nsclc #aacrgenie ~ GENIE BPC NSCLC 2.0-public 8



ANACR e e
Top 12 Mutated Genes NSCLC 2.0-public
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Genetic Alteration ¥ Inframe Mutation (putative driver) M Inframe Mutation (unknown significance) ™ Missense Mutation (putative driver) ¥ Missense Mutation (unknown significance) ¥ Splice Mutation (putative driver) Splice Mutation (unknown significance)
B Truncating Mutation (putative driver) # Truncating Mutation (unknown significance) 0 Structural Variant (putative driver) Structural Variant (unknown significance) I Amplification I Deep Deletion No alterations Not profiled

# Samples per Patient 0 ‘ 4

Profiled in Copy-number I Yes No
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# Samples per Patient

Profiled in Copy-number alterations

ALK
BRAF
EGFR
ERBB2
KRAS
MET
NTRK1
NTRK2
NTRK3
RET

ROS1

Genetic Alteration

Splice Mutation (unknown significance)

0‘4

# Samples per Patient

Profiled in Copy-number
alterations
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¥ Splice Mutation (putative driver)

Actionable O Level 1
G enes FDA-approved drugs
B @ Level Rl
OnceK e
Chakravarty et al., JCO PO 2017
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https://ascopubs.org/doi/full/10.1200/PO.17.00011
https://www.oncokb.org/actionableGenes#sections=Tx&tumorType=Non-Small%20Cell%20Lung%20Cancer
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Number of cancer-directed drug regimens
curated for each patient

800

600

400

200

Cancer-directed Drug Regimens (Includes regimens
ever received for NSCLC irrespective of line or stage)

Carboplatin, Pemetrexed
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N
1
S
X
Y

Cisplatin, Pemetrexed

Carboplatin, Paclitaxel

Bevacizumab, Carboplatin, Pemetrexed

615
285
207
168
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Treatments by Patient

Treatment
Pemeatrexed Disodium
Carboplatin

Cisplatin
Investigational Drug
Nivolumab
Bevacizumab
Paclitaxel
Pembrolizumab

Erlotinib Hydrochloride

Gemcitabine Hydrochloride

Docetaxel

* Individual regimens can be calculated from the

#v

0 813
[ 795
[] 388
0 341
0 279
[ 225
0 218
0 204
] 199
[] 195
0 191

Treatment
Pemetrexed Disodium
Pemetrexed Disodium
Carboplatin
Carboplatin
Investigational Drug
Investigational Drug
Nivolumab
Nivolumab

Cisplatin

Cisplatin

raw data found here on Synapse

* Treatment history for non-index cancers can be
found here on Synapse

Pre | Post
Pre
Post
Pre
Post
Pre
Post
Pre
Post

Post

# -

] 667
235
] 663
0223
] 303
083

] 263
40

] 255

J 166

Treatments by Sample (pre- and post-)
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https://www.synapse.org/#!Synapse:syn30358097
https://www.synapse.org/#!Synapse:syn30358091
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Comprehensive Patient View

Sample Patient

SAMPLE ACQUISITION

SEQUENCING

DIAGNOSIS L]

TREATMENT -
Systemic Therapy -

Carboplatin —
Paclitaxel ——
Bevacizumab — ———
Pemetrexed Disodium —

MNabpaclitaxel ——
Daocetaxel —
Ramucirumab -
Vinorelbine Tartrate

Nivolumab
[ ]

> Imaging Assessment oo e L] L] L] 0 O= L] o0 o0g L . ® o % 2 0 # 8 8 B 00O ®O00 B 0= @8 © @
2 2

Investigational Drug

N
Gemecitabine Hydrochl.. ——
L

.
PATHOLOGY XX e . o ) - ® -
O . . S008® €0 S RSO0 OGS S6988 € (8 O8 © ©O ® 000 CO8 ® 800 O O (8 ®00 O OO0 00O

= Mad Onc Assessment

Pathology Reports
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100%¢ 100%-:

50%- 50%

PFS-M= 7.8 months PFS-I= 4.9 months

0% T T T T 0% T T
0 50 100 150 200 0 50 100

* PFS-M and PSF-I are available by regimen for those regimens containing greater than 10 patients
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150 B
* Not adjusted
for delayed entry

13



BPC NSCLC 2.0-public:
OS by Stage

AAC_R American Association
for Cancer Research

FINDING CURES TOGETHER™

90% OS from Diagnosis

(A) Stage |
80 (B) Stage Il
(
(

|
=
B (C) Stage lll
70%+
Ml (D) Stage IV
60%
50%

40%

Probability of Overall Survival

30%

20%1

10%

0% T T T T T T T T T
0 20 40 60 80 100 120 140 160 180

Months from Diagnosis
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220
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100%

50%-
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OS all stages=
45.9 months

+ o+ o+

50

100

150 200 250

* Not adjusted for delayed entry
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